SUPPLEMENTARY MATERIAL
: Design of anti-SLY antibody. Figure S8: Addition of the Sly transgene (no FLAG tag) to males with severe NPYq deficiency rescues Sly expression but not low sperm number and sperm ability to fertilize oocytes in vitro. Table S1 : Summary of mice used in this study. and Flag-Slxl1 constructs followed by immunostaining using an anti-FLAG antibody (green) and anti-SLY antibody (green). The cell nuclei were stained with DAPI (blue). Non-transfected cells served as negative control. Anti-FLAG antibody detected all fusion proteins while anti-SLY antibody detected only FLAG-SLY1 and FLAG-SLY2 fusion proteins. Bar = 100 µm. Figure S3 . Dot-blot analysis. Detection of SLY1 and SLY2 proteins using anti-SLY antibody in membranes spotted with purified SLY1, SLY2, SLX and FBA proteins. Anti-SLY antibody detects SLY1 and SLY2 but not SLX and FBA. C1 and C2 represent two independent batches of anti-SLY proteins (i.e. two independent hybridoma culture supernatants). Table S2 . Table S2 . This figure is relevant to Fig. 3 . Figure S7 . Addition of the Flag-Sly transgene to 2/3NPYq-males rescues SLY1 expression deficiency.
Western blot was performed with whole testes lysates obtained from XY males and from males with moderate NPYq deficiency (2/3NPYq-) with (tsgic) and without (neg sib) Flag-Sly (line 6P) transgene addition. Levels of protein expression were quantified with ImageJ software and normalized to Ponceau signal. The data represent an average ± SEM with n=3. Statistical significance (t-test, P<0.05): a different from XY; b different from neg sib. This figure is relevant to Fig. 3 and shows the same data but after different normalization. Table S2 . C: Spermiogenic phenotype of 9/10NPYq deficient mice with (9/10NPYq-Sly) and without (9/10NPYq-) Sly transgene. 1CE = 1 cauda epididymis. D: Sperm headshape was evaluated in mice with 9/10NPYq-deficiency with (tsgic) and without (neg sib) the Sly transgenes. Three transgenic lines were tested: B9C and C9C positive for the Sly2 transgene and F6A positive for the Sly1 transgene. Normal headshape (N) and eight categories of headshape defects (slight: 1S-2S and gross: G3-G8) were differentiated. The graphs are average ± SDev with n shown under the graphs and 100 sperm examined per male. Statistical significance: two-way ANOVA with genotype and sperm headshape as factors revealed no effect of genotype (P>0.05), strong effect of headshape (P<0.0001), and no interaction effect (P>0.05) for all groups tested. The results of paired comparison for specific sperm headshape between transgenic and negative siblings in post-hoc Bonferroni test are shown within graphs: * P<0.05. 
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Tcp11x2-R TGGGAGAGATGCAGAATATCCA WT > sh344 Sly-KD > 2/3NPYq-> sh367 Sly-KD > 9/10NPYq-> NPYq-2
